Analisis de Cebadores - Periodo: 2018, Mes: todos los meses Puntaje total: 0.96

Mejor Set: 19) van der Vries et al. 2010. Ref. 11. doi: 10.1016/j.jcv.2009.09.030. Cui et al. 2016. Ref. 12. d

Espaciamiento directo-reverso: 59 bases

Posicion: 924-946 | Identidad: 97.39% | Puntaje: 22.40

Comparacién con secuencia consenso:
Consenso: GGAAAGARABGCTGGATCTGGTA

LT TR
Di rect 0: GGAAAGAAATGCTGGATCTGGTA

Posicién: 976-1004 | Identidad: 91.72% | Puntaje: 26.60

Comparacion con secuencia consenso:
Consenso: TGCAATACAACT TGTCAGACHBCHGAGGG

AR R A e
Sonda: TGCAATACAACTTGTCARACACCCGAAGG

Posicién: 1006-1027 | Identidad: 99.09% | Puntaje: 21.80

Comparacion con secuencia consenso:
Consenso: GCTATAAACACCAGYCTCCCAT

AR AR
Reverso: GCTATAAACACCAGCCTCCCAT

Secuencia Consenso Completa:

I ATGAAGGYAATACTAGTAGTTCTDCTDTVTACATTYACAACCGCAAATGCAGACACATTATGTATAGGTTATCATGCGAA
81 CAATTCAACAGACACTGTAGAYACAGTACTAGAAAAGAATGTAACRGTAACACACTCTGTBAATCTTCTGGAAGAYAADC
161 ATAACGGAACGGAACAACTATGCAAACTADGAGGGGTAGCCCCATTGCATTTGCTAATGCTACTGAGYTGGTTCAGAAYT
24l CCTCAATAGGTGGTAAATGYAACATTGCTGGCTGGATCCTTGATGGGGAAATCCAGAGTGTGAATCACTCTCCACAGCAA
321 GATCATGGTCCTACATTGTGGAAACATCTAATTCAGACAATGGAACVTGTTACCCAGGAGAYTTCATCAAYTATGAGGAR
401 CTAAGAGAGCAAHTGAGCTCAGTGTCATCATTTGAAAGGTTTGAAATATTCCCHAADRCAAGTTCATGGCCTAATCATGA
48l CTCGVACAAAGGTGTAACGGCAGCATGTHCAATCAHGMT GGAGCCAMWCAAAACGGAACAAGTTCTKCTTGYATAAGGRR
561 ATCTARAAAAAGCTTCTACAAAAAHTTGATATGGCTGGTTAAAAAAGGVAATTCATACCCAAHGHTCAACCAAACCTACA
641 TTAATGATAAAGGGAAAGAARTCCTCGTGCTGTGGGGCATTCACCATCCABCTACTAHTGCTGACCAAATCTYCCCAAAG
721 TCTCTATCAGAATGCAGATGCATATGTTTTTGTGGGGACATCAAGATACAGCAAGAAGTTCAARTCCCGGAAATAGSAAC
801 AAGACCCAAAGTGAGGGATCAAGAAGGGAGAATGAACTATTACTGGACAHTAGTAGAVCCGGGAGACAAAATAACATTCG
881 AAGCAACTGGAAATCTAGTGGTACCDAGATATGCATTCACAAT BN EEEEE ™ T ATCATTTCAGAT
%1 rcrecacyceacy AT I EOA A CEAENIGIGEEI T CAGAATGTACA
1041 T CCGRTCACAATTGGGAAATGTCCAAAGTATGTAAAAAGCACAAAATTGAGRCTGGCCACAGGATTGAGGAATGTCCCGT
12l CTATTCAATCTAGAGGCCTATTCGGGGCCATTGCHGGCTTCATTGAAGGGGGGTGGACAGGVATGGTAGATGGATGGTAY
1201 GGTTATCACCATCAAAATGAGCAGGGDT CAGGATATGCAGCCGATCTGAAGAGCACACAAAATGCHATTGAYAAGATTAC
1281 T AACAAAGTAAATTCTGTTATTGAAAARATGAAYACACAGTTCACAGCAGT GGGTAAAGAGTTCAACCACCTTGAAAAAA
1361 GAATDGARAATCTAAATAAAAAAGT TGATGATGGTTTCCTGGACATTTGGACTTACAATGCCGAACTGTTGGTTCTACTG
1441 GAAAAYGAAAGAACTTTGGACTATCAYGATTCAAATGT GAAGAACTTGTATGAAAAAGTDAGAAVCCARTTAAAAAACAA
1521 TGCCAAGGAAATTGGAAACGGHTGCTTTGAATTTTACCACAAATGCGAYAACACATGCATGGAAAGTGTCAAGAAT GGGA
1601 CTTATGACTACCCAAAATACTCAGAGGAAGCAAAATTAAVCAGAGAAAAAATAGATGGAGTAAAGCTGGAVTCAACAAGG
1681 ATCTACCAGATTTTGGCGATCTATTCAACTGYHGCCAGTTCAYTGGTACTGGTAGTCTCCCTGGGGGCAATCAGCTTCTG
176l GATGTGCTCTAATGGGTCTCTACARTGTAGAATATGTATTTAAHAYTAKRAYYHVRRADYHRTVA



